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Imaging epistasis in vivo: COMT and RGS4
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The image depicts the interaction between COMT and RGS4 genotypes on brain activation during working
memory. Voxelwise interaction effects are mapped onto a rendered white matter surface (upper right and left,
lower right and left); color bar (bottom center) represents t-score for effect. The center graph demonstrates that
the impact of allelic variation in RGS4 on brain function critically depends on COMT genetic background. For
more information on this topic, please refer to the article by Buckholtz et al. on pages 893–895.
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